Sep-08-06 02:00pm Frora-SIMBAS 



T-830 P. 006/014 F-956 



Application No. 09/867,3' 
Amdt. dated September ; 
Reply to Office Action of 



2006 
June &. 2006 



are no longer opeip 
obviousness-type 
and 24 to 28 of a: 
should be withdrawn 



The 

U.S.C. 102(e) as 
6,686.339. Red 



Havhg regard thereto. . la submitted that Cairns 19. 22 «d 4 to 28 
previa, region under the iodic,* created 
double patenting as being unpatentable over clams 19. 20. 
..pending Application no. 10/699.683 and hence the rejecon 



. ■ - 1Q 09 w 25 27 and 28 under 35 
Examiner rejected cla.ms 19. 22, 24. 25. zr 

being anticipated by Murdin et al U.S. Patent nos. 6,693.087 

nsideration is requested. 



Th«> Examiner states that: 

. a cor nA7 rthe Examiner means 6,693,087) 
fcnuSSSS outer membrane prote.n 
(mTomP) °f a strain of Chlamydia (abstract). 



The abstract of Murdin et al 6,693.087 states: 



The abstract d 
Chlamydia. 



nes not mention MOMP but rather e quite drfferent protein of 
, the "Abstract" of Murdin et al 6.686.339 states: 



Similarly, 



This inclusion 
further, differ* 



for the amino 
Chlamydia pneumoniae 
CLUSTAL W 



■ I . me mod of nucleic acid immunaa ££££££2!*° ' 



m embrane protein C ,o which Murdin et a, 6.686.339 reia.es ,s 
nt protein from MOMP. 

.nciosed for the Examiner, —ration is a -*££ZT" 
acid sequences from the MOMP, POMP91 A and InC P rote,ns o 
IZe. The sequence comparison was prepared us,ng the 
Z multiple sequence alignment a, the default settngs. For the 



(1 
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Application No. 09/857,3-. 
Amdt. dated September ■ * 
Reply to Office Action of 



2006 
llune 8, 2006 



convenience of th? 
the alignments, U 
sequences. 



. Examine, enclosed are the annoted sequences used to prepare 
can be seen that there Is no similarity among the three 



The 

Murdin et al 
encoding MOMP 
containing the 
inclusion membra 



reference 



nucleic 



anticipated by e 
24. 25, 27 and ?]B 
(6,693,087 or 6 



Examiner does not indicate in the Office Act,on 
nee there is disclosed a vector comprising a nuc.e.c acd mo.ecuie 
lt is submitted that the only vectors disclosed are 

acid molecuie encoding POMP91 (US 6,693.087) or encod.ng 
ne protein C (US 6.686.339). 



Accordingly. « is submitted that applicant's pend.ng *™ 

her Murdin et a, reference and hence the ^0^-19. 22, 
under 35 U.S.C.1 02(e) as being anticipated by Murd.n et al 
,339), should be withdrawn. 



586. 



al. (6.693,087 
further in view 
claim 19 and 



T „e Examiner reacted Cairo 26 under 35 U.S.O. ^(a) ove et 
or 6 686 339) as app.ied to claims 19, 22, 24, 25, 27 and 28 and 
f B^nham (WO 98/02546). Ciaim 26 is dependent, indirect on 
'cites that the plasmid vector is pcONA3/MOMP. 



in that discuss 
nucleic acid 



le Murdin e, a, references have been discussed above. As set forth 
.e turdin et a, reference does not dispose a vector compns.na a 

molecule encoding MOMP. 



provided by 
described in 



art and heno 
over either 



„runham describes the vetfor pcDNA3/MO M P. there is no motivation 
^ „ or Murdin e. a, to substitute this vector.or.he vectors 
in an attenuated bacterium environment 



Biunham i 



Murdin 

[ M , , ,s ^«r e T^r:c^r 

rCer;;r:~m.sio > u,dbe.hdr W n. 



Murd 
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>}5 
, 2006 

June 8, 2006 



It is 



early and favourable 



Sieved tha, this application is now in condition for aliowance and 
consideration and allowance are respectful* solicited. 

Respectfully submitted, 



Toronto, Ontario. Canada, 
(416)849-8400 
FAX No. (416) 5^5-1163 



Michael I. Stewart 
Reg. No. 24,973 
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! sequence : momp 
! sequence: incC 
! Sequence: pomp 91 
CLUSTAL W (1.63) 



incC 
pomp91a 



momp 
incC 
pomp 91 a 



momp 
incC 
pomp91a 



momp 
incC 
pomp91a 



momp 
incC 
pomp9l3 



momp 
incC 
pomp91d 



momp 
incC 
pomp9la 



momp 
incC 
pomp9la 



momp 
incC 
pomp91a 



momp 
IncC • 
pomp91a 



momp 
incC 
pomp 91 a 



momp 
IncC 



ttiiriple sequence alignment 



^«:aMRLWGFLFLSSFCQVSY] J RANDVLLPLSGI 



. MKKLLKSVLVFAALSSASSLQALPVG-- 

- 1 MT3PXPPQ— 



Hi LVLEtJNE S WGGVLTT SGDLS FIWNT3VLCQNNI S 



D£lVLKTDVNKEfQMGAKPTTDT(3NSAAPS ~~ ~~ ZI.IIZ ~— ----- 



TLTABENPAYGIUlMQDAEMrrNAACMALNIWDR-- 

njjj^pjpppvVPRQIETEITTIRSELQLMB-- 



HSGEOLELFTLRSSSPTKTTYSLRKDF 



tlPAEPSLMlDGILWiSGFGGDPCDeCATWCDAlSMaVGyYGDFVF 
Si^t^w w — [gYGPGGALLLQGKKSKALFFRDNRG 



;,GDIEFCGWKVRSQFHSHtNST: 



fawsvgaraalwecgcatlg 

J" — LIWAMV5GSXICFIAL1G' 

SNrC^ITlQGAPREFSLSANEGHRlCFYDPHSATE 



ciynslyxnhq: 



irIleaggavifsgarlspehkkenicnktsiin 



QPVRLCSGVLSlEGfSAH* 



AVRSFYQI 



_ , A3 FQYAQSKPKVEELNVLCNAA£F 

TLGLILTNKNTPLPAS " 

^^^^^^ 



triNKPKGYVGKEFPLOLTAGTDAATG--— ^' " 

msg^™;^;^ 



-tkp: 



A5IDYHEWQASLALSYBLNMFT 



P Y I GVKW SRAS FDADT IB-X A 



PTTLWSTFSGLNIASNI 



QPK3ATAIFDTTTLNPTIA( 



L GAGDVKTGAEGQLGDTMQXV3DQLN 



KMKSRK3CG1AVGTTI 
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pomp 9 la 



momp 
incC 
pomp 9 la 



momp 
incC 
pomp91a 



momp 
incC 
pomp91a 



momp 
incC 
pompSXa 



VMIIl 



vc 

GT 
El 



, VDKYAVT VETRL I DEftAAHVNAQlTRF- -~ . 



'srgswrnygwsgsvgmsyaypkgiry: 



means that the 
sequences in the al 
":" means that con 
*\" means that s 



;^LNITtN9TlKYKIVTAYMGISSTQREGSNX.SANAHAGLSLSF 

esidues or nucleotides in that column are identical in all 
.Ignment 

-served substitutions have been observed 



end-conserved substitutions are observed 



^YL^SEVIPLQHLCVFGGPVYQIMECNPKQSSNNLLVQHAGHNVGARTPFSFNTIL 



LcWTPFVDLQYTKIiVQNPfVETGYDPRYFSSS 
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LOCUS 

DEFINITION 

ACCESSION 

VERSION 

DBSOURCE 

KEYWORDS 

SOURCE 

ORGANISM 

REFERENCE 
AUTHORS 
TITLE 
JOURNAL 



REMARK 
FEATURES 

source 



AAS37561 
Sequence . 
AAS37561 
AAS37561. 
accession 



6693087pomp91a seq 
947 aa 

:i from patent US 6693087. 

GI: 42715796 
AAS37561.1 



ORIGIN 



61 

121 

181 tilflknkav 
241 tfennfqtts 
301 kgsivfeens 
361 qgdiefcgnk 
421 nynslymhq 
481 ayrsfyqegg 
541 eisgvprvyg 
601 ygyqgswefs 
661 vnnnylnnse 
721 saaltqlfss 
781 gtsrgswrny 
841 emtnlslpig 
901 Igkealmtl 



linear pat 20-FEB-2004 



unknown, 
unknown. , 
unclassified. 
1 (residues 1 to 947) 

K31?£ A i5!ia K n ecu P iks S^SS^ P-tein of Chlamydia 
Patent: us 6693087-A 3 17-FEB-2004; 
Aventis Pasteur Limited; Toronto, 

ZSihxA Paiient Lens: US 6693087 
i.ocati on/Qual i f i er s 

L 947 

/organi sm-"unknown" 




iqcleshpgyg gayssispgs 
ffsnkasfee Tsiaataisi 
sitMgaiavn avcdinaqgp 
vrsqfhshin stsnftnnai 

llllgpglkl «SSn|ekd psrpekdiqn Tiiaeseymg 

htesfyenhe yaskpyttsi i LsakKivra P^P*^^ <= M i n iasm 
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LOCUS 

DEFINITION 

ACCESSION 

VERSION 

DBSOURCE 

KEYWORDS 

SOURCE 

ORGANISM 

REFERENCE 
AUTHORS 
TITLE 

JOURNAL 



REMARK 
FEATURES 

source 



AAS33023 

sequence 

AAS33023 

AAS33023. 

accession 



residues 1 to 203) 



unknown 
Unknown, 
unclassif 
1 (r ■ 
Murdin.A. 
Nucleic „ 
chlamydia 
patent: 
Aventis 

CAX " 

CAMBIA Pa 



us 



p£steu 

rent Lens: us 6686339 
Locati on/Qual i f i ers 

L..203 

/organi sm= unknown 



ORIGIN 



1 mtspipfqss 
61 sii iqvggap 
121 tkqartgvlv 
181 cfialigtlg 



( r W ■ «^m> » ■ — 

3 dasf1a e qp qqlP«a«? KKJSft teSSirsel SESflqql 

SftKS KflS^v SSSSK I"S5Stni ^ 

liltnkntpl pas 



6686339incc seq 
203 aa 
from patent us 6686339. 

Gl:42707452 
AAS33023.1 



ed 



linear PAT 20-FEB-2004 



id SK«1« fn^nr^cfuslon membrane protein c of 



6686339-A 3 O3-FEB-20O4; 
r Limited; Toronto; 
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LOCUS 

DEFINITION 
ACCESSION 
VERSION 
DBSOURCE 



KEYWORDS 

SOURCE 

ORGANISM 

REFERENCE 
AUTHORS 
TITLE 

JOURNAL 
PUBMED 
REMARK 

REFERENCE 
AUTHORS 
TITLE 



JOURNAL 
PUBMED 
REMARK 

REFERENCE 
AUTHORS 



TITLE 

JOURNAL 
PUBMED 
REMARK 

COMMENT 



ntttto "SB'S m ° mP linear BCT 02-MAY-2006 

Major outer membrane protein, serovar d precursor Cmomp). 

Q46409 

Q46409 Gi:6707730 . „.,,.„, 

swlssprot: locus OMlD_CHLTR , accession Q46409, 
class: standard, 
created: May 30, 2000. 
sequence updated: Nov 1, 1996. 

J^&Slfi^aifwI^feeJWS^. AAC31436.2. AE001273.1, 

J^cfcfcsXjKKe databases): phci ; 2dpaGE:Q46409, 
GenomeRevews7Ae001273_GR, interPro:iPR000604, Pfam.PFOUOB, 

SST«e R !!Jo?Jome: ion transport; Membrane; outer membrane; Porin; 
signal; Transmembrane; Transport. 
Chlamydia trachomatis 

SKtEil! Chlamydial Cblamydiales; cmamydiaceae; Chlamydia. 
1 Cresidues 1 to 393) 

Z^l^M&^^&'r —brane protein-encoding gene 
of chlamydia trachomatis serovar Da 
Gene 120 CD , 129-130 (1992) 

1398119 

NUCLEOTIDE SEQUENCE [GENOMIC DNA] - 
STRAIN=p/3-120 ^ 

5nf™ n ^mun. 66 C 8) . 3618-3625 0*98) 

NUCLEOTCHE SEQUENCE [GENOMIC DMA] > 
STKAIN=D/IU-71960 



[SUBUNIT 

molecule 



FEATURES 

source 



gene 



Fan, J., Maratbe,R., 
Tatusov,R.L, f Zhao t Q> , 



<lues 1 to 393) 
,r.S., Kalman.S., Lammel,C. 
Mitchell ,W., olinger,L. 

Srln'obligate intracellular pathogen of human,: 
iarSSSBT" 54^759 C1998) 



3 Cresi< 
Stephens , 
Aravi nd , l 
Kooni n , E . 
Genome si 
Chlamydii 
science : 

nSSotiAe SEQUENCE [LARGE SCALE GENOMIC DMA]. 

g"2TS^? this sequence version ^Jj^^S'Ji ementary 

, ne intrc ^ S --i cul ate 

j: and other components form mgn moiecmai » « 



.molecule!: and other componenxs ■ 

fsuBSijLAR LOCATION] Bacterial cell outer membrane; multi-pass 

[SIMILAR tTY? 1 Belongs to the chlamydial omp family. 
'Location/Qualifiers 

/organi sm="Chl amydi a t rachomati s" 
/db_xref="taxon : 613" 

1.-393 
/oene="ompA 
>Tocus_tag>CT_681" 

page 1 
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Protei n 



Region 



Region 



ORIGIN 



Stephens momp 
Anote= u synonym: ompl" 
1...393 

/ganes ,, ompAj| 

/produrt= S Major outer membrane protein, serovar 0 

precursor" 

1..22 

/gene="ompA" 

^i^^^oSSSrl-entml evidence, no additional 
Details recorded". 
ynote^'By similarity. 
i3-.393 

^S£®«cr.68r h . 

no additional details 

5not£"Sajor outer membrane protein, serovar D. 
/FTId-PROl0O00020147." 



1 
61 
121 
181 
241 
301 
361 



mkkllksvlv 
rvgyygdfvf 
naacmalniw 
svvel yt dtt 
gyvgkefpld 
ti ri aqpksa 
vgttivdadk 



|-aalssassl 
drvlktdvnk 
drfdvfctlg 
aw/svgaraa 
.tagtdaatg 
:aifdtttln 
yavtvetrl i 



qal pvgnpae 
efqmgakptt 
atsgyl kgns 
lwecgcatlg 
tkdasidyhe 
pti agagdvk 
deraahvnaq 



pslmidgilw 
dtgnsaapst 
asfnlvglfg 
asfqyaqskp 
wqasiaTsyr 
tgaegqlgdt mqivs 
f rf 



egfggdpcdp 
Itarenpayg 
dnenqktvka 
kveel nvl cn 



Inmftpyigy 



pyigy 
lqlnk 



catwcdai sm 
rhmqdaemft 
esvpnmsfdq 
aaeftinkpk 
kwsrasfdad 
mksrkscgia 
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